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Elusimicrobium
Eubacterium_brachy
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Streptococcus
Staphylococcus
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Lactobacillus

Aerococcus
Aeromonas
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Eubacterium_ventriosum
Treponema
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Odoribacter
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Marvinbryantia
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Papillibacter
Rikenella

Peptococcus
Muribaculaceae

Lachnospiraceae_UCG_001
Eubacterium_siraeum
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